


SEARCH datasets as diverse as: 

COMBINE results using an intuitive graphical 
interface and create your own Search Strate-
gies.

SAVE search strategies in your own personal 
space.

EDIT and tweak your search strategies until you 
are satisfied.

TRANSFORM results based on data from one 
organism to results from another using orthol-
ogy.

SHARE your search strategies with colleagues 
using a unique URL.

VIEW your search results and access specific 
record pages such as gene pages.

BROWSE diverse data in the context of a 
genome using a customizable graphical genome 
browser.

• Genomic sequence
• Gene structure
• BLAST similarity
• InterPro domains
• Enzyme commission   
 numbers
• Protein-protein   
 interactions 
• RNA-sequence
• Proteomics
• ChIP-chip data
• Sequence Polymor-  
 phism
• Isolates

• Annotation
• Protein structure
• Genome Ontology
• Defined nucleotide   
 or amino acid motifs
• Metabolic pathways
• Compounds
• Phenotype data
• Microarray data
• ChIP-sequence   
 data
• Phylogeny
• Host Response data
• Protein microarray

View Results

Field isolate data

Orthology

Access gene 
pages to 
view annota-
tion and data

Design an in silico experiment 
by combining searches

Select a 
search

Gene Models and Synteny

Save, edit and share 
search strategies

Display data in the genome browser

View RNA-seq, microarray,
proteomics, and link your paper


